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IN THE UNITED STATES PATENT AND TRADEMARK OFFICE 



Applicant(s): Jeffrey Besterman et al 

Serial No.: 09/420,692 

Filed: October 19, 1999 

For: Modulation of Gene Expression by 
Combination Therapy 

Attorney Docket No. 1 06 1 0 1 . 1 97 



Examiner: S. McGarry 
Art Unit: 1635 



STATEMENT UNDER 37 C.F.R. SL82im 

BOX SEQUENCE 

Assistant Commissioner for Patents 
Washington, D.C. 20231 

Sir: 

The diskette enclosed herewith contains a computer readable form of the Sequence Listing 
for the above-referenced patent application. The information recorded in computer readable 
form on the diskette is identical to the written sequence listing. The computer readable form of 
the sequence listing contained on this diskette is understood to comply with the requirements of 
§1.821(f). 

Respectfully submitted, 



Date: 



HALE AND DORR LLP 
60 State Street 
Boston, MA 02109 
(617) 526-6000 (telephone) 
(617) 526-5000 (facsimile) 



Wayne A. Keown, Ph.D. 
Registration No. 33,923 



4"/ 




^40EMA* The Biotechnology Systems Branch of the Scientific and Technic^Ilnformation 
Center (STIQ detected errors when processing the following coinputerteadable 
form: 



Application Serial Number: 



Source: 



Date Processed by STIC: b^/oS/ZCb} 




THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLE^^E CONTACT ROBERT WAX, ^^ 7 
PATENTW il e-mail hdp: ^Eatin^lhelfi^^ 

- JlkM&ilPATEN'^^ - •■ 




;,.;:The QieckCT^Vers)^ s^te^f the;-arM /-SjA-. 

- ■ ;[:cdmplianc^\^ 
\ generated for^o^ 

rules) and tl;^ ; : . ■ 

; ■ ;r Prc)perty;prga^^ ■ " "\' 

Checker \^rsion 3.0 rep 
compliant/ Checker sdjkjv^ 

, rCRF^ before subihittino tK^rn 'trvthi^^.f fnit^ ;ctato«: -Dotoiii-fjrwiiT™^ .:• ': ■ 





Raw Sequence Listing Error Summary 



rB^ROR DETECTED SUGGESTED CORRECTION 



SERIAL 



NUMBER: 0Y^2O^ ^ 



ATTN: NEW RULES CASES: 
1 Wrapped Nucleics 



PLEASE DISREGARD ENGLISH -ALPHA" HEADERS. WHICH WERE INSERTED BY PTO SOFTWARE 
The number/texl at the end of each line "wrapped" down to the next line. 
This niay occur if your file was retrieved in a word processor after creating it. 
Please adjust your right margin to .3, as this will prevent "wrapping". 

Wrapped Aminos The amino add number/text at the end of each line "wrapped " down to the next line. 

This may occur if your file was retrieved in a word processor after creating it. 
Please adjust your right margin to .3, as this will prevent "wrapping". 

Incon-ect Line Length The rules require that a line not exceed 72 characters in length. This includes spaces. 



Misaligned Amino Acid 
Numt>ering 

Non-ASCII 



Variable Length 



Palentin ver. 2.0 "bug- 



Skipped Sequences 
(OLD RULES) 



Skipped Sequences 
(NEW RULES) 



The numbering under each 5th amino add is misaligned. This may t>e caused by the use of tabs 
between the numbering. It is recommended to delete any tabs and use spadng between the numbers. 

This file was not saved in ASCII (DOS) text, as required by the Sequence Rules. 

Please ensure your subsequent submission is saved in ASCII text so that it can be processed. 

Sequence(s) contain n*s or Xaa*s which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

indicate in the (ix) feature section that some may be missing. 

A "bug' in Palentin version 2.0 has caused the <220>-<223> section to be missing from amino add 
sequence(s) . Normally. Patentln would automatically generate this section from the 

previously coded nudeic add sequence. Please manually copy the relevant <220>-<223> section 

to the subsequent amino add sequence. 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: 

(i) SEQUENCE CHARACTERISTICS;(Do not insert any headings under "SEQUENCE CHARACTERISTICS") 
(xl) SEQUENCE DESCRIPTION:SEQ ID NO:X: 
This sequence Is Intentionally skipped 

Please also adjust the "(iii) NUMBER OF SEQUENCES:" response to indude the skipped sequence{s). 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence. 

<210> sequence Id number 
<400> sequence Id number 
000 



10 



11 



12 



13 



Use of n's or Xaa's 
(NEy^mULES) 




Use of <213>Organism 
(NEW RULES) 

Use of <220>Fealure 
(NEW RULES) 



Patentln ver. 2.0 "bug" 



Use of n's and/or Xaa's have been detected in the Sequence Listing. 
Use of <220> to <223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 



Sequence(s) 



_ are missing this mandatory field or its response. 



Sequence(s) are missing the <220>Feature and assodated headings. 

Use of <220> to <223> is MANDATORY if <213>ORGANISM is "Artifidal" or "Unknown" 
Please explain source of genetic material In <220> to <223> section. 

(See "Federal Register." 6/01/98. Vol. 63. No, 104. pp. 29631-32) (Sec. 1.823 of new Rules) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted 
file, resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence listing). 
Instead, please use "File Manager" or any other means to copy file to floppy disk. 
AKS-Biotechnology Systems Branch- 5/15/99 




Paoc I o\' 1 



1643 



RAW SEQUENCE LISTING 

PATK'NT APPLJCA'i'lOrJ : US/09/4 20,692 



DA IK: 0.: /0!>/2fH):i 



■rrHF 



! 



Inpitjt S«*:l. 



A:\106101-197 .ST2 5.txt 
N:\CRF3\0205200i\I420692 . 



3 
4 
5 
7 
9 
1 1 
I 2 
14 
I'') 

1 7 
I'i 

'21 
22 
23 

2 5 
27 
28 
31. 
32 
33 
34 
3G 
37 
4 0 
■1.1 
42 
43 
'1 5 
46 
49 
50 
5X 
52 
54 

. 5 5 
58 
59 
60 
61 
63 
64 
67 
68 
69 
70 
72 
7 3 



-' I ^ 0> 



--i20> 

--::i3 0> 
< 140> 
<14 l> 

-a5o> 

<1 5.1 > 
<16()> 
<17t)> 
-21 0:> 
<211> 
<:212> 
<2.13> 
<4 0 0> 



A P P I . f CAH r : H (■'. s x.v. rifiii n , J« f f re y 
MdrLoovi. Roborl. 
S.itit* rs . it i 1 1 i fjtn 

T 1 Ti^L OF i NfVI:;iJ'JM DH : Modu J a t i on 

y \:,v: H 1* r c M mc : i o t*. :i u i . i 9 7 

CrjRRKMT APPIMCATTON NUMBER: 09/420,092 

CIJRRr:NT FILIHC OATR : 1999-.U)-.l9 

PKIOK API'Ll'CATLiiH NUHBlilR; US 60/104,80:1 



ot Cttiie Iixpress ion ij/ C.'ombi iia L i.oii riierofiy 



PR ]. OR i:* I f .T NO I jAT K : .1998-10- 
NUMBER OF SEQ JO NOS : 90 
SuFTWAF:!:; : Pa ttMit-T n ve rs ion 

S]*:g ID Hi); 1 
LENGTH: 20 



19 



TVPE: 

OPC'.AN T SI-iV-4iJ-i aor: u c 1 t ido 

aa'jr,a1:qci(]C .4or:qt,l .;l;cc 
<210> SJh'O IP' NO: 2 

<2,n,> lp:h<:;tk: 20 

< 2 1 2 > TV P : l)U A 

<4 00> SfJQUKNCf.: : 2 ' 

L t o ci 1 9 X: Ct3i g r c a ■ 1 9 9 c c u c 
<'210> Sf:0 ID NO: 3 
^211> LFNGTii: 20 

<2:i2> typp:: on a 

<:2 i 3> ORG ANI S!i : <6l itjonu c leot i.fle 

<4 00> SKOUKNGfi: 3^ 

uuaatyLaac cLaarjgucaa 
<210> SKO ID NO: 4 
<211> LENGTH; 20 
<2.12> TYPK: DNA ^ — 
<.2I,3> ORGANISM; yr^TUgonuclGOLide 

<4 0 0 > S KQU t1 NC E : ^ 

aacgatcayg acccttgucc 
<210> SEQ ID NO: 5 
<J11> LENGTH: 20 
<212> TYPK: DHA 

<213> ORGANISM: Ribonucleotide 
<4 00> SEQUENCE: 5 
gc(;qt.ctci:t Lcoanatctt 
<210> SEQ ID NO: 6 
<21,1> LENGTH: 20 
<212> TYPE: DNA 

<2i3> ORGANf SM: oC i goiiuclGOLide 
<4 00> SEQUENCE: C^'* 
LUtcl.y LLa^j gcl.y V.clctL 



2) AirViAoA.! ^tf^ciA^c^ 7^ 



^J^de^ 



2 0 



lA — ^ 

1: Oligonucleotide 1 
^- 5-"-^ ' 

□ tctt 
6 

0^'1'gcMuic iGO L ide"^^^^^ 



20 



20 
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RAW SEQliEHCE LISTING 

PA'J'R'N'I Al^Pl.fCA I IDIJ : US/09/4 2 0, 692 



DAI if: 0v;/0 5/>0uJ 
TIHh:: M : i1 : lu 



Input Sr>t : 
Output ?Jc'U: 



A: \106101-19 7 , ST2 5 .txt 
N:\CRF3\02 0 52001\I4 2069 2 .raw 



7 5 
V7 
7d 
79 
82 
83 
Bfj 

a? 
6a 

89 
'J 2 
03 

y? 

MS 

:02 

10 3 
1.0 f, 
107 
J 08 
lf;0 
1 l.I 
112 
115 
i.lt; 
1 17 
.lift 
120 
121 
!24 
125 
12n 
127 
130 
131 
131 
133 
136 
137 
140 
141 
144 
14 5 
14f) 
147 
150 
151 
154 



^,21ii> 
'-,21 ! > 
-'-212> 
-■/21 i> 
<4 0C)> 



Sh'O 1I.> 
LI;NC'I'!1 : 2 
TVPK: DUf^ 
OKGAtMSK: 
SfXjUfjHCfJ: 



iO : 7 



ol'jTyoiiucJ.r 
7 



'ot.i do 



l^gonucltKilTlde^ 



t, t. c 1. cc L L c n c tj cij I Lcc I: t 
<21U> Sl^■0 J. I.) NO: H 
<2i:!:> I..RNGTH: 20 
<212> TYI'E: DNA 
^^21 3> 0^.C;A«TSM: ol^ 
<4 00n SEQl/KMCli: 3 
cqLtiraaqacj att<:aattt:c 
<210> .St-;0 J.n NO: 9 
^-.2l'J> LiiNCTH: 20 

<212> TYPE: DNA 

<213> ORGANISM v-^'oTlgonucleo t ide 

<4 00> SEOUbl^ICli: 

aaqtcacaLd acLqaL tcl,t 

■;-210> SEO TD NO: 10 

^:211> L15NGTH: 20 

< 2 :i 2 > 'VYW K ; D NA 

<213> OKC^ANiSH :<^^i.90JHiC l.eoLid.^ 
<4 0U> SEQUENCE: 



20 



v2:i0> 
<211> 
<21 2:> 
<213> 
<^00> 



10^ ■ 

Lctt.ctlLac 
11 • 



SPJO 10 MO: 
LENGTH: 20 
TVP:: : DN, 

ORGAN ISMf ol v<10liU 



1^ c)JJ.<]OJiuc 1 <^ovA6e^ 



SE^)UENCE :" 
ccdqc!t:agcc c tec teg gat: 
'.21.0> SEO TD NO: 12 
•;211> LENGTH: 20 
<2i2> TYPE: nNA 
<2 13> OHGAN j ..M^^^fTiqon lie loo tide 

<4n()> seohencl^ i^-s 



agyqatttqa ctttaqccaq 
<2L0> SEQ TD NO: 13 
<211> LENGTH: 20 
<212> TYPE: DNA 
<213> ORGANISM 
<4 00> SEQUENCE 
tccaacjgaca aatctttatt 
<210> SEQ ID NO: 14 
LENGTH: 20 
TYPE: DNA 
ORGANISM 
SEQUENCE:'' 



<211> 
<212> 
--.213> 
<4 00> 

catgagcacc gttctccaag 
<210> SEO ID NO: 15 




2 0 



20 



20 



RAW SEQUENCE LISTING PA i h: : 0 V! /O 0 U I 

1>A'I I M'l'i.l CA'l 1 ON : US/09/4 2 0,692 TT Mt: : 14:11: 16 



Iiiinii. St^U ; A:\10610l-197.ST25.txt 
viiitput Srli: K:\CkF3\02O520Ol\14 2O692.raw 



Id 6 
157 
ICU 
1(>1 
164 
105 
1 fi 6 
167 
16^' 
170 
173 
174 
17 5 
17 C 
179 
180 
183 
184 
185 
186 
189 
190 

19 3 
1V4 
10 5 

1 06 
199 

2 00 

20 3 
204 
20 5 
20fj 
20^5 
210 
'213 
214 
215 
216 
219 
220 
223 
224 

22 5 
226 
223 
229 
232 

23 3 



<2 ! 1> l>i-:N(:TH : 20 

<2 12^ TYIM*. : DHA ^ 

c 2 1 3 > < > RG A rrr S H i^^CjTiq O n VI Cl 

< 4 0 0 > s K'y u ENC K N'n 
ii c i] t. c c a t r r; a f; l: L c t: c < i t. 
<210> Si-U ID NO: U. 
<211^ l.lCNGl'H: 20 

<2,l 3> ORGAN t SM :^^/<5TxMOiniCl' 
<4 00> SI:;oirL;NC:H:' 
t.oaoL Lf: tK\] C t.tqc V. t.OCC 

<2io> sr!:o ill NO: n 

<211> LhJNCTH: 20 
<212> TYPI-:: ONA 

2 1 3> ORGAH i SH : ^^TTiijuauc 1»-; 
< 4 0 0> S FJOU K MC K r ^ 
vTCttcjM ttcc cgttttclaq 
<210'> Sm ID NO: 18 
LENGTH: 20 

TVPti: DNA ^ .^.^^^^ 

ORGANISM : v^j!qonucleot.i de*N 
SEQWtlNCE ^ IH 



<211.> 
<212> 
<213> 
<4 00> 

c t. a <;) a c 9 1 c c at. t:. c a c 1 1 . c c 

<210> SIX) 10 NO: 19 

<211> LfJKGTH: 20 

<212> TYPK: DNA 

< 2 1 3-> Oi-'.GAN ] S14 : ,^oj^gon ii c 1 o: 

< 4 0 0 > S EQU h'. tiC C : iT 



^ Licit- 

act. I : t a c a (j f i t ; t t. c a c t: t <: t. 
<210> Si:.' TD NO: 20 
LENGTH: 20 
TYPE: DNA 

ORG A H 1 S>f^i 1 i 'JO n -J c 1 1: c ) f, 
SEOUENf 
Uot.fjccat t.<: rear 
<210> sm ID NO: 
LENGTH; 20 
TYPIC: DNA 

ORGANISM :/^ii goniic 1 eot.ide 
SEijUfclNCE 



<211> 
<212> 
<213> 
<4 00> 



<211> 
<212> 
<213> 
<400> 




ca^.ct.qccal■. tcccact.cLa 
<210> SEQ ID NO: 22 
LENGTH: 20 
DNA 



<211> 
<212> 
<213> 
<400> 



TYPE: 
ORGANISM 
SEQUENC 



3M: ojigc 

:E: 2>^ 



fjonucleoti.de 



ggcatctgoc attcccactc 
<210> SEQ ID NO: 23 
<211> LENGTH: 20 
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RAW SEQUENCE LISTING D.VVh : O^/OT-/ jUij I 

PATKNT APHIJCA'J IO:j : US/09/4 20,692 TIUE: 14:11:17 

liipuL Sot : A:\106iOL-197. ST25,txt 
Oiitijut. ScV : N:\CRF3\0205200i\1420692.raw 

Jj-i •:212> J'Vr'p;: DN/- 

J J .. -.2 i 0!<(;.\!; i sm :— c£LLl:.'nuc.I coi- i cio 

2 5 h • j f^> S LOU : JCIs : 2 :j 

2V'j ijL(:*ict<ii't t q rtcftcrtiqq 20 

2 J 2 ''210> SKO Tb NO: 24 

2 13 <■2l^> l.hNV.TJi: 20 

244 <2.i::> rVPh'i UNA 

2 -In --:2! J> ORCANTShJ: 

2 -1 y n 0> S iJUt) h*i;Ch : 

2.12 -:21(.i> St:(j ID NO: 25 

25'; <21!> V.KNGVH: 20 

25-1 <2.t2^' TYPK: Dtl 

2:.f) <2 \ ORGAN] SM 

2vB ^'100;> SlXJWLINCi: : 2 

2 5y trqcr.iqao.^C rtqqqq tqactj 20 

2ll2 <2iO> SL:0 id NO: 26 

2i,i <21X> Ll:n'GTH: 20 

:\A <:212> TVPIf. : nNi'i 



/■V . 



2 V-] 2 1. 2 > T VP If. : P N ,V,--- 

2fo -■:213> ORGANISM (^oliqonucleiotide ^ 
2uH v'lO0> SrJOUfCNCI:: : 20 — ^ 



2ip'".' cji.qcdLcU.Lfj cjygat.LccL';] 20 
27 2 <210> S'blO in NO: 2 7 
27". ^'21 1> L LENGTH: 20 

2 7 A < 2 ;i 2 T^- P F: : 0 N A 

2 7r> <2i.T> OHa^ANISJ-I : C^li^onuc l.eoLid^^ 
27M <.Mi(:> SKQ'JEMCr : TT 

270 tjLyc3.-icqqac aqjl:t.yaociL jo 
2H2 <210> SEO ID NO: 2U 
2H/.i <2 11> LENGTH: 20 

2H-1 <2].2> TYPE: DKA ^ ' — -^..^^ 

29 7 <4 0 0> SL-QUFNCt- :"' 2l^ 



2H o aqqcccic.icia cacc^iLqtac 20 
2!il <2I0> Slr^O TD NO: 29 
2*)2 <211> LENGTH: 20 

<212> TYPE: DHA 
294 <2J .^> ORGANISM: 
297 <4 00> SEOfJEHCH:; 

29H oqaacctcac acaacagcLt ' ' 20 

301. <210> SFJQ ID NO: 30 

302 <211> LRNGTH: 20 

303 <2I2> TYPE : DNA 

304 <213> ORGANISE 

307 <-100> SPJQUKNCIO:" 

308 qataagcqaa cctcacaoaa 20 
311 <210> SEO ID NO: 31 

3.12 <2n> l.KNGTH: 20 

3.13 <;212> TYPE: DNA 



S 1 .Igon u c le o t; i de"-^ 



RAW SEQUENCE LISTING . IJATh : 0 .;/0.S/ JiHj J 

I^AThU'I' APPLICA'I lOfJ : US/09/4 20,6 9 2 I'lMfc:: ! I: 11:17 



Input Sot : A:\10610I-197.ST25.txt 

Our put Sta : N:\CRF3\O20520Ol\14 20692.raw 



^ < 2 I 3 > I Jin.; A N 1 MM : o^-ttjbn u t: 1 tioTTTTtr- 



I Jin.; AN J SM: D^-ttiHi 

:n 7 < 4 u 0 > s h.ou k nl: k ^rn 

i 1 (1 c t:< 1 ca c a a t l t q a f f;H c: t.j a 

<2 3. ^2.1 0> SK\» .ID .NO: 32 

122 <2 ll> Lh'NGTH: 20 

>3 <2.t2> 'I'YI'fc;: UNA 



.'r27 i:AOO> S\CO^}EHr,KC^ ' — ""^ 



rrjy ca(|aa'3Cot)q ntitqjcgqija 20 

331 <2.iO> Si;:i.; ro NO: 3 3 

332 ^;2n> L-LNuT-H: 2U 

3 33 ^2.1 2> TVPfc*;: ONA 

33-1 <2.13> (JKGAN 1 SM : ^^^^rTiqoIiuclt^O ti^lr^ 

33 7 <:.M)U> SiTOURNCKS "5"^ 

3 '13 tjceicaaac) cLycjacaatL 20 

34) <2aO> SKQ ID NO: 34 

34 2 <2.1i> LtiNOTH: 20 
34 3 <2.12> TYPfc): DN, 



34-1 <213> ORGAN I S t^^ TTTTgoi m c 1 e Q r. i cle^ 

34 0 <4 00> Si::OUl';NCE: ^ ' " 

34 7 T.ccafjaaliqc aca;iinit.act 20 
3 50 <210> Sb^Q TD NO: 35 

25 X <21}> LRNGTH: 20 

3 02 <212> 'I'VPE: ONA ^ 

35 3 ^;2;L3> organism !^*?ri^^ucaeoti.de^ 
3 56 <4 0(,'> Sr.OUL^NCK? " 

3 57 gagaraqracj cnrcMgcqqg 20 

360 <210> SH:o id NO: 36 

363 <21.L> LKNGTH: 20 

362 <2:i2> TVt'E: DNA 



3 6 3 < 2 1 3 > O KC: AN J. SM :^^<frTqomi c I.eo ido 

20b <Ai)0> SPQUEtJCE: ^^T^ — 



36 7 atqaccgagt q.^jyaqacatjc: 20 
370 <2.L0> SH'Q ID HO: 37 
373 <2 31> LENGTH: 20 
372 <212> TYPE: DNA 



373 <213> O RC A N I S t/! \b 1 i cjo n u 0 1 e o t i fl e 
37 6 <4 00> SEi.^UENCE': *37 ^ 
37 7 ggatgaccga gtgg«.iagaca 20 

380 <210> SEQ TD NO: 38 

381 <211> LENGTH: 20 
332 <212> TYPE: DNA 



3K3 <213> ORCANlSMiColigonucleotide 

386 <4 00> SEQUENCE r'^S'^ ■ 

387 caggatgacc gagtggga^a 20 

390 <2io> SEO ID NO: 3r> 

391 <211> LENGTH: 20 
39 2 <212> TYPE: DNA 
393 <213> ORGANISM: blitj 




The types of errors shown exist throughout the Sequence Listing, Please check 
subsequent sequences for similar errors. 
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VERIFICATION SUMMARY l.'ATh: : OJ/O.i/jOOi 

PATKN'I At' : ' L f CAV XiHl : US/09/4 20,59 2 V J 1-3 (: : ( ^ : 11 : J J> 

liipul. SPt : A:\106101-197.ST25.txt 
Our.put Sft: N: \CRFJ\0205^00i\I^20ti92 .raw 





1 I 



UNITED S . . tS DEPARTMENT OF COMMERCE 
Patent and Trademark Office 

COMMISSIONER OF PATENTS AND TRADEMARKS 
Washington. D.C. 20231 



1 

SERIAL NUMBER 


L 

FILING DATE 


FIRST NAMED APPLICANT 


ATTORNEY DOCKET NO. 


09/420,692 



EXAMINER 


McGarry 


ART UNIT 


PAPER NUMBER 


1635 


9 



DATE MAILED: 



Please find below a communication from the EXAMINER in charge of this application 

Conunissioner of Patents 

The communication filed on 1/14/01 is not fully responsive to the communication mailed 
12/01/00 for the reason(s) set forth on the attached Notice to Comply With the Sequence Rules 
or CRF Diskette Problem Report. 

Since the response appears bona fide applicant is given ONE MONTH, or THIRTY 
DAYS, whichever is longer, from the mailing date of this letter within which to comply with the 
sequence rules, 37 CAR 1.821 - 1.825. Failure to comply with these requirements will resuh in 
ABANDONMENT of the application under 37 CAR 1.821(g). Extensions of time may be 
obtained by filing a petition accompanied by the extension fee under the provisions of 37 
CAR 1 .136(a). In no case may an applicant extend the period for reply beyond the SIX MONTH 
statutory period. Direct the reply to the undersigned. Applicant is requested to return a copy of 
the attached Notice to Comply with the reply. 



Any inquiry concerning this communication should be directed to Examiner Sean 
McGarry, Art Unit 1635, whose telephone number is (703) 305-7028. 

Any inquiry of a general nature or relating to the status of this application should be 
directed to the Technology Center receptionist whose telephone number is (703) 308-0196. 



June 19, 2001 




SEANMcGARRY 
PRIMARY EXAMINER 



HALE & DORR DOCKETING 

Action Dale: Jlli5L-OJ 



Action to be Taken: 



DIG. 



Docketed by- Q-^ Qn:(p*g<g*C 




Application No ^ lili I il 111 



NOgCE TO COMPLY WITH REQUIREMENTS FOR PATENT APPLICATIONS CONTAINING 
^^^|ja^LEOTIDE SEQUENCE AND/OR AMINO ACID SEQUENCE DISCLOSURES 

Applicant must file the items indicated below within the time period set the Office action to which 
the Notice is attached to avoid abandonment under 35 U.S.C. § 133 (extensions of time may be 
obtained under the provisions of 37 CFR 1.136(a)). 

The nucleotide and/or amino acid sequence disclosure contained in this application does not 
comply with the requirements for such a disclosure as set forth in 37 C.F.R. 1.821 - 1.825 for the 
following reason(s): 

1. This application clearly fails to comply with the requirements of 37 C.F.R. 1.821-1.825. Applicant's 
attention is directed to the final rulemaking notice published at 55 FR 18230 (May 1, 1990), and 1114 
OG 29 (May 15, 1990). If the effective filing date is on or after July 1. 1998, see the final rulemaking 
notice published at 63 FR 29620 (June 1. 1998) and 1211 OG 82 (June 23, 1998). 

2. This application does not contain, as a separate part of the disclosure on paper copy, a "Sequence 
Listing" as required by 37 C.F.R. 1.821(c). 

3. A copy of the "Sequence Listing" in computer readable form has not been submitted as required by 

37 C.F.R. 1.821(e). 

4. A copy of the "Sequence Listing" in computer readable form has been submitted. However, the 
content of the computer readable form does not comply with the requirements of 37 C.F.R. 1.822 
and/or 1 .823, as indicated on the attached copy of the marked -up "Raw Sequence Listing." 

5. The computer readable form that has been filed with this application has been found to be damaged 
and/or unreadable as indicated on the attached CRF Diskette Problem Report. A Substitute 
computer readable form must be submitted as required by 37 C.F.R. 1.825(d). 

6. The paper copy of the "Sequence Listing" is not the same as the computer readable from of the 
"Sequence Listing" as required by 37 C.F.R. 1.821(e). 

7. Other: 



□ 
□ 

□ 

□ 
□ 



Applicant Must Provide: 

1^ An initial or substitute computer readable form (CRF) copy of the "Sequence Listing". 

SAn initial or substitute paper copy of the "Sequence Listing", as well as an amendment directing its entry 
into the specification. 

A statement that the content of the paper and computer readable copies are the same and, where 
' applicable, include no new matter, as required by 37 C.F.R. 1.821(e) or 1821(f) or 1.821(g) or 
1.825(b) or 1.825(d). 

For questions regarding compliance to these requirements, please contact: 

For Rules Interpretation, call (703) 308-4216 
For CRF Submission Help, call (703) 308-4212 
Patentin Software Program Support 

Technical Assistance 703-287-0200 

To Purchase Patentin Software 703-306-2600 



PLEASE RETURN A COPY OF THIS NOTICE WITH YOUR REPLY 



